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Development of genetic manipulation systems and elucidation of gene functions of
bacteria that contribute to oral health
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To construct a genetic manipulation system for elucidating the gene
functions of " bacteria group for oral health ", the toxin-antitoxin (TA) systems from a
hyperthermophilic archaea was evaluated. The toxin toxicity was examined by inducing expression of
the toxin genes in E. coli. Many of them were highly toxic to E. coli, but most of the antitoxin
neutralized the toxicity of the toxins.
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