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HapX is the fungal-specific transcriptional regulator interacting with the
wide domain transcription factor CCAAT-box binding protein (Hap complex), and plays an important
role in iron homeostasis.

In this study, the following research was carried out using the model filamentous fungus Aspergillus
nidulans. 1) Effects of mutagenesis into the three cysteine-rich regions (Crrs) present in the
C-terminus on binding capacity of iron-sulfur (Fe/S) clusters. Analysis of spectra of the
recombinant proteins was carried out to examine the contribution of each CCR. We found that HapX
contained at least two iron-sulfur clusters. 2) In order to investigate the growth of wild and
mutated HapX strains under iron depleted and repleted conditions, mutant strains in which the
cysteine residues in the CRR were replaced with serine residues were constructed and growth was

examined. We found that the first and second CCRs (CrrA and CrrB) were important for growth under
iron depleted conditions.
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