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Activation of sleeping or weak expressing microbial enzyme genes and elucidation
of the awakening mechanism
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Paenibacillus agaridevorans T-3040 is a cyclic
isomaltooligosaccharide-producing strain. From the genomic information of this strain, it was
estimated that it has two types of xylanase genes. They are predicted to be xylobiose and
xylose-producing enzymes, respectively. Two mutants with increased xylanase activity were obtained
by the ribosome engineering method. It was confirmed by real-time PCR that the expression levels of
the two xylanase genes in the mutant strains were higher than those in the wild strain. On the other

hand, bacterial strains which produce xylanase, | caraginase, agarase, and glucansucrase were
isolated. Polyethylene terephthalate-degrading bacteria and polystyrene-degrading bacteria were
also isolated from soil. They were bred by the ribosome engineering method.
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