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AGP degradative mechanism resolved by novel arabinobiose releasing enzymes
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We have been shown that a disaccharide at the end of the side chain of
arabinogalactan protein (AGP) was released by a enzyme GAfase from Bifidobacterium longum and the
enzyme had the key role for the gum arabic degradating ability. Therefore, we focused on the
homologous enzyme gene conserved in other Bifidobacterium species and analyzed its function. As a
result, we were able to show that the enzyme from B. pseudocatenulatum is an enzyme AAfase involved

in arabinobiose release conserved in AGPs. We were able to clarify a part of the AGP-degradative
mechanism on bifidobacteria.
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