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Vibsanin A, a protein kinase C (PKC) activator isolated from Viburnum
odoratissimum tree, was found to have about 4000-fold binding selectivity between PKCa -C1A and &
-C1B domains, which is the highest among known PKC ligands. Molecular dynamics simulation presented
the binding mode of vibsanin A with the PKC® -C1B domain, wherein CH-O interactions are involved.
LC-MS analysis suggested that the chemical instability of vibsanin A is attributable to its
susceptibility to oxidation. Furthermore, we found that (8Z)-5,10-di-epi-vibsanin C (vibsanin D),
not vibsanin C, has the potential as a lead scaffold for developing novel PKC ligands.
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