©
2019 2021

Analysis of pollen number controlling genes in Arabidopsis thaliana and crops
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In this study, we developed high-throughput pollen counting method. We found
RDP1 as pollen number controlling gene by using GWAS and genome-editing. Transcriptome analysis
revealed DEGs in RDP1 mutant. We developed PRIMA, which is enable to distinguish 1-bp difference by
PCR and electrophoresis. Furthermore, we identified the causal gene of MS4 In Japanese cedar.
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