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Identification of a causal rice gene for resistance to Burkholderia glumae
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Bacteria seedling rot (BSR) is caused by Burkholderia glumae in rice under
the high humidity and temperature conditions such as in nursery goxes. We detected 2 quantitive
trait locus (QTLs) for BSR resistance on rice by using backcross inbred lines derived from a cross
between Japanese cultivar Hitomebore and aus cultivar KALUHEENATI, which is showed resistance
compared with Hitomebore to BSR. Additionally, we found that KALUHEENATI may showed resistance to
BSR through the ethylene signaling. We identified the candidate genes that are involved in
ethylene signaling or ethylene synthetic enzyme within both QTL regions.

We generated a near isogenic line (NIL) containing the KALUHENNATI allele of QTL. Moreover, NIL
exhibited reduced susceptibility to BSR compared with Hitomebore.
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