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StudK of genes related to increased leaf area and regeneration ability in
sorghum
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To increase the yield per unit area of sorghum (Sorghum bicolor (L.)
Moench), we studied a gene region that increases the leaf area (qLL10) and that increases
postharvest regeneration capacity (gqRG10) on chromosome 10. A detailed gene mapping was performed
using recombinant lines derived from a cross of sorghum and sudangrass progeny, which allowed us to
narrow the range of candidate gene regions to 0.25M and 1.2M, respectively.
Gene expression of gRG10 region in regenerating shoots after seedling transection revealed several
genes that exhibit gene expression patterns correlated with regenerative ability within the
candidate regions.
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