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Development of the DNA markers associated with the agronomically important
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In this research, we performed the genome-wide association analysis (GWAS)
of the prickle density. We also investigated whether we can perform the GWAS of the petal shape in
rose by using a tetraploid population. For the former, the GWAS showed a peak on chromosome three,
and single nucleotide polymorphisms in this region tend to be biased to the prickle-formed *
PEKcougel® allele. For the latter, we demonstrated that the differences in a petal shape (pointed
tip and rounded) could be measured by applying a semi-landmark method and the principal component
analysis. We speculated that a petal shape could be a quantitative trait from our tetraploid
population®s segregation analysis of the petal shapes.
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