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The typical pathway of stress response in plants is through DREB genes. We
have previously shown that lettuce DREB transcription factors activate transcription of target genes
involved in stress response and tolerance. However, both the regulons and the paralogs of LsDREB
have not been analyzed deeply. In this study, we analyzed the paralogs of the LSDREB gene and the
cis-element of the regulon involved in the stress response of lettuce. As a result, it was concluded
that a functional LsDREB7 of the wild-type allele under the control of LsDHN12 promoter should be
used to enhance stress tolerance in lettuce.
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