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Improving seed productivity of Radish: ldentification of gene regions
controlling the number of seeds per silique
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i Daikon (Raphanus sativus L.) has a long history of cultivation in Japan and
is one of the vegetables with the highest annual intake. Compared to other cruciferous plants, the
number of seeds obtained from a single silique is very low. This is a reason for the high cost of

seed production.
In this study, genetic analysis of the number of seeds per silique was conducted for Saya-daikon,

which has a higher number of seeds per silique than Japanese radish. QTL analysis was conducted for
two years using F2 populations of crosses between Saya-daikon and Japanese radish, but QTL derived
from Saya-daikon could not be identified. On the other hand, an early-bolting QTL derived from
Saya-daikon was detected and found to have the potential to be used for shortening the generation

period in the daikon breeding process.
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