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Identification of a nematode-resistant gene and its application to development
of nematode-resistant cultivars in black oats

Naohiro, Uwatoko
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Analysis of an F2 population using GRAS-Di identified a 7.6¢M region of the
Mi locus that controls resistance to Meloidogyne incognita in black oats (Avena strigosa). All 53
RIL carrying the Mi locus region from "Terara®" showed resistance, and no other factors affecting Mi
resistance were identified in the other region. A polymorphism survey using GRAS-Di was performed on
48 varieties and germplasm resources of black oats. It was shown that "Terara® was genetically
distant from the varieties distributed in Japan, and that the Mi locus region derived from "Terara®
could be detected in almost all cross combinations assumed for future breeding in Japan.
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Uesugi et al.(2018) Nematology 20:387-396.
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