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Examining genetic diversity and identifying management units of wild ungulates
in mountainous areas of Mongolia
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Studying the ecology of wild ungulates in the mountainous areas of Mongolia
has been challenging due to difficulties in accessing their habitats and collecting analytical
samples. This study, for the first time, investigated genetic diversity and genetic structure of
endangered wild goats based on the sufficient number of samples. Mitochondrial and nuclear DNA
analyses revealed that the wild goat population held a high level of genetic diversity with no
bottleneck signatures and that genetic structure exited with a moderate level of connectivity among
the observed genetic clusters. Given the ongoing habitat destruction due to exploitation of mineral
resources and development, it is essential to conserve the corridor among the genetic clusters for
protecting this species.
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