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Molecular phylogenetic analysis of obligate plant ﬁarasites, Erysiphaceae, to
elucidate their adaptation mechanisms to tree and herbaceous hosts
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As a result of a field survey aimed at elucidating the species diversity of
Japanese Erysiphaceae, the occurrence of Podosphaera prunigena from Cerasus kumanoensis was
confirmed for the first time. A phylogenetic analysis using sequences of the LSU, 5.8S, SSU, and
MCM7 regions of 274 Erysiphaceae species was conducted to generate a more reliable phylogenetic
hypothesis. To clarify the evolutionary relationship between host type and appendage morphology in
Erysiphaceae, we performed a phylogenetic comparative methods using Cyctotheceae as a model fungal
group. The results suggest that simultaneous shifts in host type and appendage morphology occurred
in multiple ancestral nodes.
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parasites belonging to Cystotheceae (powdery mildew, Erysiphaceae).
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