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Unraveling the origins of Japanese black truffles
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This is the first comprehensive study of two black truffles distribution in
Japan. Tuber himalayense and T. longispinosum occurs in 25 prefectures from Hokkaido to Kyushu. In
northern area, deciduous broad-leaved trees such as Quercus crispula were the main host tree
species, whereas evergreen oak were assumed to be the main host species in southwestern Japan.
Phylogenetic analyses on genome-wide single nucleotide polymorphism for each two black truffle
suggest that they are geographically constrained like plants and animals, and that host dispersal
patterns during the last glacial period may have had an important factor for their distribution.
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