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Are carbohydrates of hosts involved with parasites® host specificity?
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In order to elucidate host-recognition mechanisms of fish parasite, we
selected the combination of multiple species of genus Takifugu and monogenean parasite
Heterobothrium okamotoi, which specifically parasitize gills of T. rubripes. It was shown that the
parasites attached to the gills of species with more amount of L-fucose in the tissue tend to be
detached earlier than the ones attached to the gills with less amount of L-fucose. To prove directly

the involvement of L-fucose in host-recognition, several families being lost the function of
fucosyltransferase, which transfers L-fucose to oligosaccharide were prepared by using CRISPR-Cas9.
Those families and additional ones under preparation are going to be used for experimental in vivo
challenge test in the near future, to examine our hypothesis that L-fucose is involved with
host-recognition of H. okamotoi.
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