©
2019 2021

Microbial Community Structure and Functional Potential in the termite gut
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A protistan community of termite gut is essential for efficient digestion of
wood materials. We analyzed that the effect of feed on community structure of protist in the
termite gut. Several feeding conditions effectively changed composition of the protist species.
However, it was not influenced expression levels of most glycoside hydrolase genes of each protist
cell. The predicted structure based on amino acid sequences of GHF enzymes showed high similarity
with the enzymes derived from fungus. This result imply that these enzymes play similar catalytic
activity in the termite gut.
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