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The following results were obtained in this study.(1) Analysis of chitin
oligosaccharide degrading enzyme: P. FPU-7 degrades chitin oligosaccharides to monosaccharides by
GIcNAcase NagZ in the cytosol.(2) Analysis of alginate lyase: The alginate lyase of P. FPU-7 was
characterized and the enzymatic products of alginate promoted the elongation of rice and spinach
roots.(3) Analysis of chitin oligosaccharide-binding proteins: The chitin oligosaccharides
recognition mechanisms of two chitin oligosaccharide-binding proteins (NagBl and NagB2) were
determined. (4) Analysis of two-component regulatory protein: Analysis of the interaction between the

two-component regulatory protein NagS and chitin oligosaccharides suggested that NagS recognizes to
chitin oligosaccharides through NagBl.
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