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Analysis of genes for salt-tolerance in green foxtail toward breeding of
salt-tolerant foxtail millet

Ohsako, Takanori
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We constructed linkage maps using two segregating ﬁopulations derived from a
cross between foxtail millet (74-12-6-3) and coastal green foxtail (Jogashima 1) and a cross
between green foxtail (Katsurasaka 2) and coastal green foxtail (Mitsu 4) with GRAS-Di markers.
Tolerance to salt stress was evaluated with F3 seedlings by hydroponic culture using media
containing 100 mM and 0 mM (control) NaCl.
For 74-12-6-3 x Jogashima 1 population, a QTL for salt stress tolerance was detected on chromosome
5. For QTLs were seen on chromosomes 2, 3, 5, and 9 for Katsurasaka 2 x Mitsu 4 population. Our
result indicates that geographically distinct populations possess different genetic architectures
Eog_salt stress tolerance and suggests parallel evolution of the traits for adaptation to coastal
abitat.
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