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We compared virological characteristics of two orthonairoviruses, Issyk-Kul
virus which causes Issyk-Kul disease, and soft tick bunyavirus which was found in Japan and is
similar with Issyk-Kul virus.

Followings were revealed; no apparent growth difference in 8 mammalian cell lines, partial
cross-reactivities of anti-sera, no apparent pathogenicity difference in IFNAR1-KO mice, and
monoclonal antibodies to the viral envelope and Avigan were effective in treatment in mouse model.
These findings support further therapeutic development against Issyk-Kul and related diseases
because therapeutic candidates were found, whereas we could not exclude a possibility that soft tick
bunyavirus in Japan causes a disease in humans.
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