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Epidemic survey of emerging avian pathogenic Escherichia coli and characteristic
analysis using genomic information
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Avian colibacillosis is a bacterial infectious disease that freguently
occurs in broilers. The economic loss due to avian colibacillosis in Japan is large, and it is one
of the matter of concerns to be improved in the field of agriculture and livestock. In this study,
we performed isolation and detailed analysis of E. coli that may be caused by Avian colibacillosis
at a poultry farm in Miyazaki Prefecture, which is the main production area of broilers. When the
genome sequences of 276 strains derived from diseased chickens and 188 strains derived from healthy
chickens were determined and analyzed in detail, one group that is phylogenetically very closely
related, but strains show several different O-serogroups including 078, 0115, and 0161. From the
above results, it became clear that a group of E. coli derived from the same origin and having
different serotypes is prevalent in Japan.
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