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Analysis of the hypothesized activation mechanisms of tissue stem cell niche
shared across different tissues in the organ regeneration of vertebrates.
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The purpose of this study is the identification of molecular mechanisms that
support the activation of tissue stem cells during organ regeneration in Xenopus laevis. In this
study period, we reported (1) the establishment of knock-in method in X. laevis and the improvement
method of its efficiency, (2) an analysis of 1111 receptor function during the induction of tissue
precursors in tail regeneration, (3) the application of the side population method to enrich the
tissue stem cells in regenerating bud of tadpole tails, and (4) the identification of novel cell

population and its possible involvement in the improvement of FGF10-mediated regeneration of hind
limb bud of tadpoles.
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Side population method is effective for tissue stem cell enrichment in Xenopus laevis tadpoles.
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The immune response network that determines the regenerative ability of Xenopus laevis tadpole tails.
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