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Establishment of artificial control of DNA methylation for stabilization of
transgene expression through generations
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High DNA methylation of the transgene promoter is thought to be the cause of
silencing of the transgene expression state over generations. We analyzed the variation in DNA
methylation patterns during medaka gametogenesis and early development by immunohistological methods
using 5-methylcytosine antibody, which is specific for DNA methylation. Furthermore, we analyzed
which gene groups undergo DNA methylation variation based on comprehensive analysis of DNA
methylation status using next-generation sequencers. The results showed that DNA methylation
decreased during the egg formation process, suggesting that gene silencing occurs when genes
introduced from the mother are transmitted to the next generation.
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