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In this research project, we performed a functional analysis of the
prokaryotic Argonaute, which has not been clarified yet. Expression of Argonaute in E. coli caused
changes in the infectivity of some bacteriophages. Furthermore, the expression of Argonaute was
shown to elongate the cell morphology of E. coli. This result is similar to the result when the DNA
amplification reaction was inhibited by a drug, suggesting that Argonaute is involved in the DNA
amplification reaction in prokaryotic cells. We have also succeeded in identifying
health-contributing bacteria that are essential for investigating the association between Argonaute
and indigenous/pathogens.
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