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In this study, to elucidate the molecular regulatory mechanism of Axin, a
regulator of the Wnt signaling pathway, we investigated the molecular mechanism of complex formation
with Coiled-Coil-DIX1 (Ccdl) and CK1, an Axin-binding protein, by X-ray crystallography, NanoBit
method, and transcriptional activity measurement. The NanoBit method was applied to the analysis of
the molecular mechanism of the complex formation with Ccdl. The NanoBit method revealed that the
binding of Ccdl to the DIX domain of Ccdl via the DAX domain of Axin significantly changes the
molecular structure of Axin upon hetero-oligomer formation. In addition, conditions for preparing a
complex of Axin and CK1 were established, but crystallization was not achieved. In the future, it is
necessary to proceed with structural analysis in anticipation of using cryo-electron microscopy.
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