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Structural basis for nuclear import of cancer-promoting signaling molecules
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In a number of si?nal transduction pathways that contribute to the
initiation and promotion of cancer, signaling molecules are selectively and actively transported
from the cytoplasm into nucleus through nuclear pore complexes. In this study, we determined a
high-resolution crystal structure of a protein complex composed of a nuclear import receptor and a
cancer-promoting transcription factor. This study has advanced our understanding of the molecular
mechanism underlying nuclear import of a cancer-promoting signaling molecule.
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