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Elucidation of the molecular recognition of stereotype rheumatoid factor.
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We have established a large-scale preparation system for YES8c, which is a
rheumatoid factor (RF) derived from IGHV1-69, and RF-SJ1, which is an RF derived from TS1 and
IGHV3-30, in the Fv-clasp format. YES8c Fv-clasp showed the same binding property as its Fab. On the

other hand, Fv-clasp of RF-TS1 showed different binding in ELISA and SPR analysis. It is suggested
that this may be due to the antigen recognition mechanism due to the weak affinity between the H
chain and the L chain. For YES8c, it was suggested that the N-terminal of the L chain is involved in

antigen recognition.
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