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Structural study of cytochrome P450-reductase complex to elucidate electron
transfer mechanism
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Cytochrome P450 is involved in lipid and xenobiotic metabolisms. In order to
proceed enzymatic reaction of P450, electron transfer from NADPH-cytochrome P450 reductase (CPR) or
other redox partner is indispensable. To elucidate electron transfer mechanism between them, we

tried to prepare the complex of cytochrome P450 and CPR. However, the redox complex of P450 and CPR
is unstable, thus we tried to determine the tertiary structure of P450BM-3 which is a natural fusion
protein of P450 and CPR from bacteria.

Based on the small-angle X-ray scattering and multi-angle light scattering results, we concluded

that P450BM-3 is a homo-dimer and CPR domain is involved in dimer formation. We also tried to
determine the tertiary structure of P450BM-3 by cryo-electron microscopy although it was failed due

to the uniformity of the particle orientation.
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