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Cryo-EM analysis using chromatin substrate film on the grid

Takizawa, Yoshimasa
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In eukaryotic cells, the genomic DNA is tightly packed into the nucleus by

forming the chromatin. The basic repeating unit of chromatin is nucleosome, which contains ~147 base
pairs of DNA and two copies of four core histones, H2A, H2B, H3, and H4.. Recently, cryo-EM
analysis is an indispensable technique for structural biology. However it is still challenging to
reproducibly obtain the suitable cryo-EM grid of chromatin sample for the single particle analysis.
To efficiently prepare the suitable grid of chromatin sample for single-particle cryo-EM analysis, |
have attempted to generate the chromatin substrate film grid, which is directly attached the
chromatin on the cryo-EM grid. In this approach, I covered a single layer graphene film on the
cryo-EM grid and applied the nucleosome. 1 successfully concentrated the nucleosome on the cryo-EM
grid with a graphene film. It will be useful for further structural studies of the chromatin.
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