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Development and application of analytical method of a new cooperative structural
change for a small amount of extracted proteins from target organisms
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In order to detect the dynamic structure of proteins extracted directly from
organisms, we focused on H/D exchange experiments using MALDI MS and developed software that can be
easily used by non-specialized researchers (started distribution for free). The software not only
automatically performs various analyses, but can even show the abundance ratio of molecules with
different isotopic uptakes. In addition, we succeeded in sensitively capturing changes in the
dynamic structure that could not be predicted from the static structure with the amount of extracted
protein. This result could be obtained by making the software by ourself. Furthermore, we succeeded
in calculating the degree of solvent exposure and the number of hydrogens in the same structural
cluster in the protein.
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