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Study on the mechanisms of the chromatin formation on newly synthesized daughter
strands: visualization and analyses of the chromatin formed on daughter strands
using atomic force microscopy
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Some of the proteins consisting of the replisomes, such as Dpb3-Dpb4 or
Mcm2, have been reported as "histone chaperon.”™ 1 performed the biochemical assay to test if these
factors show the activity as histone chaperon, but neither Dpb3-Dpb4 nor Mcm2 N-terminal region
(Mcm2N) didn"t assemble nucleosomes from DNA and core histones. Next, | measured the interaction
between Mcm2N and histones and found strong interaction of Mcm2N with H3-H4, as reported by some
groups using human Mcm2 protein. Interestingly, 1 also found that Mcm2N does not interact with the
reconstituted nucleosome, suggesting that Mcm2N can not access H3-H4 in a nucleosome. These results
suggest that Mcm2N are involved in capturing histones released from template strands to provide them
to ngwly synthesized strands but not involved in the dissociation of nucleosome on template
strands.
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