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Elucidation of the regulatory mechanisms by phosphorylation-dephosphorylation
that supports ER-to-Golgi vesicular traffic
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In this study, using vesicular transport between the endoplasmic reticulum
and Golgi apparatus in budding yeast as a model system, we focused on phosphorylation and
dephosphorylation of factors involved in this reaction and analyzed how transport reactions and
related organelle formation are regulated and controlled. We found that the T21 residue of the COPII

coat subunit is dephosphorylated by PP2A phosphatase. We also showed that phosphorylation of Secl6,
which is involved in the formation of the ER exit site, is not functionally essential, and that
Secl6 functions in concert with Sed4, which localizes to the ER membrane.
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