©
2019 2023

Defense mechanisms
RNA-binding factor

Yukawa, Yasushi

RNA RNA

involving long non-coding RNAs in plants: an approach from
study.

3,300,000
RNA MRNA RNA (NCRNA) 200
RNA (IncRNA) AtR8 IncRNA
RNA
HSP70 RNA
RNA
AtR8 IncRNA
RNA

Noncoding RNAs (ncRNAs) are cellular RNAs which are not classified with
mRNAs. Especially, longer version of ncRNA is called as IncRNA, and which functions are not clear.
AtR8 IncRNA was discovered in Arabidopsis seems to be involved in defense and stress response, and
we have identified proteins that bind to this RNA. For example, a kind of heat stress protein
(HSP70), whose function is not yet well characterized, binds to this RNA. The protein is also
closely related to stress, and more detailed functional analysis is now ongoing.
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