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By phenotypic analyses and identification of causative genes of three kinds
of epi-alleles, which are predicted to have caused phenotypes related to environmental responses and
morphogenesis through changes in DNA methylation pattern, we obtained the following results. (1) A
novel gene involved In the process of de-differentiation and regeneration was identified. This gene

showed diverse methylation patterns among accessions. (2) In an epi-allele exhibiting pathogen
resistance phenotype, expression of immune-related genes was increased only upon pathogen infection
compared to the wild-type plant. (3) We identified two to three candidate causal genes of an
epi-allele showing leaf morphological abnormalities related to auxin signaling on chromosomes 1 and
4.
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