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Elucidation of host searching behavior related with nematode evolution
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To understand the nematode™s host searching systems, we tried to identify
the receptors for the host chemicals and clarify the details of the reactions for the host
vibrations. As the results, we identified the candidates of the receptors which detect the host
chemicals. Additionally, the nematode which can react the host chemicals was transferred effectively

than other nematode species. Nematode detected the vibrations via the receptors which exist the
surface of its whole body. Nematode reacted sensitively around the host’s vibration ranges.
Furthermore, it was suggested that nematode used the information of vibrations not only for the host
searching behavior but also for the escape from large animal stamps.
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