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Genomic analysis into the evolution of selfing in a wild Arabidopsis species
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Arabidopsis halleri is a wild perennial herb closely related to A. thaliana.
The plant has long been considered as a self-incompatible, fully outcrossing species. Here,
self-compatible selfing populations were identified from crossing experiments. However, genome-wide
population genomics has pointed out that selfed seeds do not contribute to population reproduction,
probably because of strong inbreeding depression. Furthermore, genome-wide resequencing dataset was
used to investigate the genetic mutation underlying the breakdown of self-incompatibility.
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