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Elucidation of the molecular mechanism of male infertility caused by disruption
of genome stability maintenance mechanism
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In this study, | aimed to elucidate the molecular mechanism of DNA damage
repair responses by reconstructing epigenomic information and to elucidate the regulatory mechanism
of DNA damage-responsive genes by epigenetic regulators. As a result, | identified epigenetic
regulators whose transcriptional activity was altered by DNA damage induced by irradiation or
anticancer drugs. In addition, | created a reporter construct in which the promoter region of the
epigenomic regulator was introduced upstream of the luciferase gene and performed a luciferase-based

reporter assay. Therefore, | identified compounds that inhibit this epigenetic factor and regulate

DNA damage repair.
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