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Development of a novel therapeutics for muscular dystrophy by targeting
mitophagy .

Hosoda, Ryusuke
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This study was conducted to elucidate the relationship between the
pathogenesis of Duchenne muscular dystrophy (DMD) and impaired mitochondria. mitochondrial DNA from
skeletal muscle of DMD model mice was analyzed by next-generation sequencing, but deletion sites
could not be identified. On the other hand, the nuclear localization of TFEB, an autophagy-related
factor, was significantly reduced in the skeletal muscle of DMD model mice. In the future, we will
clarify whether SIRT1 activation shifts the localization of TFEB to the nucleus in DMD. We will then

elucidate the mitophagy-promoting mechanism via SIRT1 activation to develop a mitophagy-targeted
therapy for muscular dystrophy.
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