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Identification of target factors for pancreatic cancer metastasis preventive
drugs and the evaluation of Kampo medicine
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Genetic analysis using a 3D culture system of pancreatic cancer cells
identified MUC1 as a factor that exhibits a similar molecular expression pattern to PSCA, which is
involved in pancreatic cancer metastasis. The expression of MUC1 was also shown to be regulated by
PSCA, and it was also found to be a poor prognostic factor for pancreatic cancer patients, just like

PSCA. Furthermore, we constructed a vector set necessary for the construction of a exosomal
guantitative evaluation system targeting for surface markers, and a exosomal qualitative evaluation
system targeting for exosome-containing EPS8 in pancreatic cancer cells. We established a
luminescence gene knock-in cells to the end of CD63 coding sequences in pancreatic cancer cells,

which is able to evaluate the production of exosome quantitatively.
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