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Most mRNAs are translated at perinuclear sites in soma, and the synthesized
proteins are transported to subcellular regions to function. In contrast, certain mRNAs are
transported and localized in subcellular domains in a translationally-repressed form, and then
locally translated into proteins on the site. Such post-transcriptional control "local mRNA
translation” is important for the formation and function of highly polar cells such as neurons.

In this study, we showed that an RNA-binding protein Hnrnpab is highly expressed in immature
olfactory sensory neurons and binds to a group of mRNAs that are related to axon projection. In
Hnrnpab KO mice, the expression of the target genes are impaired in the glomerulus, resulting in a
reduction of mature olfactory neurons and an abnormal axon projection.
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