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Analysis of CDC-48 defaulting by ASPS-1 and establishment of a novel nematode
diabetes model
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C. elegans ASPS-1 was found to interact with CDC-48 both in vivo and in
vitro, but no heterotetramer formation was observed. ASPS-1-deficient strains were long-lived, but
longevity was inhibited by introduction of DAF-18 (PTEN homologue) deficient mutation or MPZ-1 (PDZ
domain protein) deficient mutation, suggesting that ASPS-1 utilizes PDZ domain proteins, which are
scaffold proteins, to capture substrates. We also newly found that ASPS-1-deficient strains lost
chemotaxis to diacetyl, while introduction of an ARR-1-deficient mutation restored chemotaxis.
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Functional analysis of ASPS-1, an N-domain binding adaptor of CDC-48, in C. elegans.
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