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TN breast cancer histological analysis using the next generation PCR to create
cancer gene panel testing
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The new molecular candidates targeting TNBC were selected from 23,609 ?enes
using transcriptome analysis in breast cancer cell lines, shRNA library targeting the TNBC cell
lines and a public database of transcriptome analysis in normal tissues. The seven candidates
selected were associated with TNBC viability and expressed highly in TNBC cells compared with their
expression in non TNBC cells and in normal tissues. Using the selected genes, we tried to create new
“ panel” diagnosis methods of TNBC and histological characteristics of the new classified TNBC.
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