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Antigenic verification of post-translationally modified polypeptides unique to
Mycobacterium tuberculosis for tuberculosis vaccine development.
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Tuberculosis (TB) remains a devastating disease. The only existing TB
vaccine is BCG, but its efficacy lasts only for a decade or more, and there has geen a series of
cases of TB in adults. We have expressed Mycobacterium tuberculosis antigen, which induces strong
protective immunity, in the same species of attenuated Mycobacterium tuberculosis. The antigen has
post-translational modifications and produces large amounts of cytokines essential for tuberculosis
protection from peripheral blood cells of BCG-inoculated adults, and the effect was enhanced in
combination with an adjuvant. These results suggest that the combination of this antigen and
adjuvant is promising as a booster vaccine candidate to sustain the effect of BCG.
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