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Toxin-antitoxin systems

Roles of toxin-antitoxin systems in self-defense and in virulence expression

Tobe, Toru
3,400,000
SwpAB Toxin-Antitoxin (TA) systems
TA system ribosome RNase RelE toxin
antitoxin Toxin

SWpAB TA system

Toxin-Antitoxin systems
TA system
antitoxin

A novel swpAB Toxin-Antitoxin (TA% system was found in enterohemorrhagic E.
coli through genome analysis. The swpA encodes Toxin which is homologous to RelE toxin, a
ribosome-dependent RNase, and its forced expression actually suppressed bacterial growth. However,
toxin activation by suppression of antitoxin gene expression had no effect on growth, but
selectively suppressed gene expression, including virulence genes. The results also suggested that
the swpAB TA system is activated under conditions that generate reactive oxygen species.
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