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Functional evaluation of the candidate proteins of hepatitis E virus receptor
and identification of host factors involved in the permissibility of infection

Nagashima, Shigeo

3,300,000
E eHEV
E (neHEY) ( )
HEV
eHEV
neHEV HEV
HEV 2
HEV E
HEV
HEV
HEV

Previous studies have suggested that membrane-associated hepatitis E virus
(quasi-enveloped HEV : eHEV) and non-enveloped HEV (neHEV) utilize the different proteins as the
receptors for infection. In this study, to evaluate the function of the receptors of eHEV and neHEV,
we generated candidate receptor gene knockout cells or stable cell line that express candidate
receptor proteins and analyzed virus replication using those cells. As a result, we revealed that
each of the candidate receptor proteins could be a receptor for infection of eHEV or neHEV. We were
also able to identify host proteins required for entry and intercellular spread of HEV.
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