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Analysis of functional RNA structures in the influenza A virus ribonucleoprotein
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The influenza A virus genome is segmented into eight viral RNAs (VRNA).
Secondary structures on VRNA are thought to be involved in the viral proliferation process. However,
the functional RNA structure on vRNA is not well known. The secondary structure of vRNA in virion
is partially unwound by binding viral non-specific RNA binding proteins, NP, in a
sequence-independent manner (viral ribonucleoprotein; vRNP). Here, we establish the global map of
the VRNA secondary structure in virion. We identified comprehensive secondary structures on vRNP,
and mutations within a detected structure affect the replication efficiency of the mutated segment.
Furthermore, we showed a more precise structure which is previously predicted to form a pseudoknot
structure.
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