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Identification of molecular mechanisms how TILR regulates apoptosis in lung
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Non-coding RNAs have integral regulatory roles in numerous functions related
to lung cancer development. Previously, we identified novel IncRNA, termed TILR (TP53-inhibiting
IncRNA), which was found to suppress p53 expression and tumor cell growth. In this research, we
aimed to reveal the molecular mechanisms how TILR regulates p53 in lung cancer. We performed the
proteomic search to identify TILR-binding protein(s) as well as transcriptomic analysis to find the
pathways which are regulated by TILR. Our data demonstrated that TILR was also shown to suppress p53
expression in a post-transcriptional manner, as well as via a positive feedback loop involving p53
and Fanconi anemia pathway genes. These results indicated that TILR constitutively inhibits p53
expression to maintain p53 transcriptional activity at a level sufficiently low for avoidance of
spurious apoptosis induction.
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A novel long non-coding RNA, TILR, suppresses the apoptosis by inhibiting p53 expression.
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