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Development of liquid biopsy for early diagnosis of pancreatic cancer using next
generation sequence with molecular barcoding detection.
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Blood K-RAS mutations were detected in 7/68 (10.3%) in the patients with
pancreatic cancer. Circulating tumor cells (CTCs) were also analyzed in 8 pancreatic cancer patients
negative for blood K-RAS mutation, and CTCs were detected in 3 (75%) of Stage Il cases and 2 (50%)
of Stage IV cases. In the analysis of duodenal fluid, it was difficult to identify specific genetic
abnormalities because genetic abnormalities thought to be derived from the gastrointestinal tract

were also detected. NGS analysis of bile using the cholangiopancreatic Cancer Panel detected
oncogenic mutations in 8/15 (53%) of early-stage cases of malignant biliary stricture (Stage I-11
cases), suggesting that blood and bile gene analysis may be useful for early diagnosis for these
cancers.
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