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Oligonucleotide therapeutics using a novel tumor-suppressive microRNA targeting
MYC pathway
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o We identified miR-766-5p as a miRNA that downregulated MYC expression and
inhibited tumor cell growth in vitro. We show that miR-766-5p directly targets CBP and BRD4.

Concurrent suppression of CBP and BRD4 cooperatively downregulated MYC expression in cancer cells
but not in normal cells. Chromatin immunoprecipitation analysis revealed that miR-766-5p reduced

levels of H3K27ac at MYC super-enhancers (SEs) via CBP suppression. In vivo administration of
miR-766-5p suppressed tumor growth in two xenograft models. Targeting SEs using miR-766-5p-based

therapeutics may serve as an effective strategy for the treatment of MYC-driven cancers.
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