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Functional analysis of novel gene mutation identified in clinical sequencing
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The gene panel contains genes known to predict efficacy of drug therapy,
definitive diagnosis, and prognosis, and can reveal information on gene mutations, deletions,
insertions, gene fusions, copy number abnormalities, etc., all at once. In clinical sequencing,
variants of uncertain significance (VUS), which are not listed in the knowledge database, are often
found. In this study, we used software that can predict the 3D structure of these VUSs to predict
the functional changes in them, and were able to predict the emergence of resistance mutations by
co-mutation of EGFR gene mutations.
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